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ORF1: ENV (538 AA) FIG6 

< It >< flU 

MGLPVHIPI#CSVI^PCFTLTAPPPCRCMTSSSPHPEFLWRMQRPGNIDAPSYRSL»SKGTP 6 0 

A FT V S YQ C 

TFTAHTHMPRNCYHSATIXTMHAOTHYVTTGKMINPSC 120 

QDQAREKHVKEVI SQLTG\mGTSSPYKGIJ)I^KLHETLRTHTOLVSLFNTTLTGLHEVSA 180 
R 

• • • • 

QNPTNCWICLPIiNFRPYVSIPVPEQWl^STEIim 240 

L 

• • 

SNTTYTTNSQCIRWVTPPTQIVCLPSGIFFVCGTSAYRCLiNGSSESMCFLSFLVPPMAIY 300 

T 

>< TM 

TCpnT^WTgKPRTJTOn/PTT.PFV^^^ 360 

Jj VADSlATTLQI>3LNSLAAVaa><^ 420 

=N R S K 

fh IPDRIORIAEELRNTGPltfGLLS RWMPWILPFLGPLAAIILLLLFGPCIFD LLVNFVSSRI 480 

Q R R Q N 

*5 EAVKLQMEPKMQSKTKIYRRPLDRPASPRSDVNDIKGTPPEEISAAQPLLRPNSAGSS 538 



ORF2 (52AA) 



MEPKMQSKTKIYRRPIjDRPVSPRSDVNDIKGTPPEEISAAQPLIiRPNSAGSS^ 

Alignment QRF2 and Rex, PlfrV-L 

ORF2 KIY-RRPLDRPASPR5DVNDIKGTPPEEISAAQPLLRP 

LD p SP ++ PS QPLUUP 

Rex PTLV-L, (B53482) RLYNTLSLDSPPS PPKELPA PSRFSPPQPLLRP 



ORF3 (48AA) 



MLMTSKAPLLJUCSQLHNLYYAPIQQEAVRAVVGOPPQQHIiGFPVEMGD 

Alignment QRT3 and Tat SIV-AGM 

ORF 3 MTSKAPLbRKSQLHNLYYAP IQQEAVRAWGQP PQ 

+T AP R+ ++ +L AP+Q +++ G+ Q 
Tat SIV-AGM (p05913) VTYHAPRTRRKKIRSLHLAPfcQHQSI STKWGRDGQ 



